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Rare developmental syndrome

o Affecting 1:500 000

o Craniofacial
symptoms

o malformed limb bones

Human gene, mode of
inheritance .
AD = autosomal dominant G e
AR = autosomal recessive
WNT5A, AD PCP/Wnt ligand
L_FZD2, AD Wnt co-receptor
DVL1, AD Wnt adaptor protein
DVL2, AD Wnt adaptor protein
DVL3, AD Wnt adaptor protein
ROR2 AR PCP/Wnt co-receptor
NXN, AD Stabilizer of DVL
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Figure adapted from droso4schools



The GAL4/UAS System
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Goal: Generate fruit fly strains that express the human patient specific FZD2 variants to
assess their effects compared to the normal protein
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