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• AID is essential for maintaining 
the function of adaptive immunity

• AID’s off-target activity is a 
primary cause of B-cell-derived 
lymphomas
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Driving force behind AID mutagenesis: Transcription vs Topology
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Experimental design: Peaks, valleys, controls
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Preliminary data: Peaks show higher mutation frequency than control, independent of [AID]
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Position in sequence 

Preliminary data: Peaks replicate natural AID mutational footprint
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